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Guenièvre Imbert, Florence
Fenollar, and Philippe Brouqui

1063–1065

Intrarenal Abscesses Due to Ureaplasma urealyticum in a
Transplanted Kidney

Elisabeth Eilers, Annette Moter,
Renate Bollmann, Dieter Haffner,
and Uwe Querfeld

1066–1068

First Case of Osteomyelitis Caused by “Staphylococcus
pettenkoferi”

Caroline Loı̈ez, Frédéric Wallet,
Patricia Pischedda, Emilie Renaux,
Eric Senneville, Nazim Mehdi, and
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