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Raphaël Veyret, Ali Laayoun, Alain
Troesch, and David S. Perlin

2067–2078

Aspergillus Section Fumigati Typing by PCR-Restriction
Fragment Polymorphism

Janet F. Staab, S. Arunmozhi
Balajee, and Kieren A. Marr

2079–2083

Pyrosequencing Analysis of 20 Nucleotides of Internal
Transcribed Spacer 2 Discriminates Candida parapsilosis,
Candida metapsilosis, and Candida orthopsilosis

Andrew M. Borman, Christopher J.
Linton, Debra Oliver, Michael D.
Palmer, Adrien Szekely, Frank C.
Odds, and Elizabeth M. Johnson

2307–2310

PARASITOLOGY
Resistance of Acanthamoeba Cysts to Disinfection in
Multiple Contact Lens Solutions

Stephanie P. Johnston, Rama
Sriram, Yvonne Qvarnstrom, Sharon
Roy, Jennifer Verani, Jonathan
Yoder, Suchita Lorick, Jacquelin
Roberts, Michael J. Beach, and
Govinda Visvesvara

2040–2045

Contributions of Immunoblotting, Real-Time PCR, and the
Goldmann-Witmer Coefficient to Diagnosis of Atypical
Toxoplasmic Retinochoroiditis

H. Talabani, M. Asseraf, H. Yera,
E. Delair, T. Ancelle, P. Thulliez,
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T. Farkas, É. Székely, S. Belák, and
I. Kiss

2114–2123

RNA (E6 and E7) Assays versus DNA (E6 and E7) Assays
for Risk Evaluation for Women Infected with Human
Papillomavirus

Paola Cattani, Alessia Siddu, Sara
D’Onghia, Simona Marchetti,
Rosaria Santangelo, Valerio G.
Vellone, Gian Franco Zannoni, and
Giovanni Fadda

2136–2141

Evaluation of an Array-Based Method for Human
Papillomavirus Detection and Genotyping in Comparison
with Conventional Methods Used in Cervical Cancer
Screening

Nerea García-Sierra, Elisa Martró,
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Ulrich Grigoleit, Marianne Abele-
Horn, and Stephan Mielke

2328–2331

Meningitis Due to a “Bartonella washoensis”-Like Human
Pathogen

Will Probert, Janice K. Louie,
James R. Tucker, Rose Longoria,
Robin Hogue, Silvia Moler, Margot
Graves, Heather J. Palmer, Joseph
Cassady, and Curtis L. Fritz

2332–2335

Molecular Characterization of a New Tetratrichomonas
Species in a Patient with Empyema
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